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EXPECTATION AND APPLICATION OF PCR-FFLP IN
ENVIRONMENENTAL GEOCHEMISTRY

Liang Xiaobing Wan Guojiang Huang Ronggui
(State Key Laboratory of Environmental Geochemistry, Institute of Geochemistry, Chinese Academy
of Sciences Guiyang 550002)

Abstract

Application of PCR-RFLP technique in environmental geochemistry provides a new research method,
as well as a manner of thinking in experimental design. The method has many advantages such as low sam-
ple requirement, faster performance and convenience. It can be widely applied in the study of biogeochemi-
cal cycle of substances, biological effects in environmental processes, biological diversity and identification of
the sources of organic substances. By using the PCR—RFLP technique, environmental biology, which
takes 16S rRNA in the environment as research object, has been studied and many results have been
achieved. Prospects of the future research are: more and unknown microorganisms will be discovered in
natural environments such as oceans and lakes, ulterior mechanism and processes of biological effects and
substantial cycle and ulterior change mechanism of biological macromolecules in natural environments will be
enucleated, and a new method to identify the origin of organic substances.
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