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Fig. 1. The sampling stations in Lake Aha Baihua and Dianchi.
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Fig. 2. The plaques forming on the mediums in isolating BALOs by using prey [ (A) and 1II (B).
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Table 1. The numbers of plaques forming in isolating of BLAOs by using prey [ and Il
I I
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Table 2. The change of absorbency during liquid culture processes
I I
1 2 3 4 5 1 2 3 4 5
0.12 0.125 0.11 0. 136 0. 166 0. 157 0.13 0.123 0. 142 0. 181
0.011 0.03 0. 026 0. 006 0.042 0.01 0.025 0.014 0. 026 0. 066
91% 76% 76% 96% 75% 94% 81% 89% 82% 64%
24 ovibrio sp. clone M13-54 o
‘ A1424. A2-04.A2402.A292
16S rDNA I BH-02.BH=27-
( ) II( ) 2 EPC3 (clus—
. ter) « D3-04 . D4—
( 3). 22.D504.D8-04.D1022 .
Al4d64 Uncultured Bdell-
3
Table 3. The obtained isolates of BLAOs by using the two kinds of preys
Ald64 16.5 m Uncultured Bdellovibrio sp. clone M13-54
Ald24 12 m Bacteriovorax sp. EPC3
A2-04 Bacteriovorax sp. EPC3
A202 Bacteriovorax sp. EPC3
A292 9m Bacteriovorax sp. EPC3
BH-0=2 Bacteriovorax sp. EPC3
BH=272 27 m Bacteriovorax sp. EPC3
D364 New Bdellovibrio sp.
D422 3m New Bdellovibrio sp.
D504 New Bdellovibrio sp.
D804 New Bdellovibrio sp.
D102=2 3m New Bdellovibrio sp.
3 « 2). 600 nm
o pP5 o
(E. coli) 9% ( 2).
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Study of a Method to Isolate the Bdellovibrio-and-Like Organisms
(BLAOs) from the Freash Water Lakes

ZENG Jia' > LIANG Xiao-bing' LU Ting'*

(1. State Key Laboratory of Enviroment Geochemistry Institute of Geochemistry Chinese Academy of Science Guiyang 550002 China;
2. Graduate University of Chinese Academy of Science Beijing 100049  China)

Abstract:Two kinds of preys were isolated from different water depths of Lake Aha and Baihua in Guizhou Province
and Lake Dianchi in Yunnan Province. They are identified as Enterobacteriales and Xanthomonadales respectively by
16S rDNA sequence analysis. The plaques of BALOs were got from lake water samples. The isolates were verified as
BALOs though absorbency determination PCR with specific primers and DNA sequence analysis. A method of isola—
ting BALOs by using isolated preys in the same inhabitants was established. Various clusters of BALOs were isolated
from freshwater lakes by using the methods.
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