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Vertical Distribution of Ammonia Oxidizing Bacteria (AOB) and Ammonia
Oxidizing Archaea (AOA) in the Sediments of Lake Baihua
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Abstract: The vertical distributions of ammonia-oxidizing bacteria (AOB) and ammonia-oxidizing archaea (AOA) in
the sediments of Lake Baihua were analyzed using the gPCR method. Abundances of AOA and AOB were analyzed
in terms of the amoA gene copy number. The results showed that the numbers of AOA amoA gene were between
1.74X10°~2.00X10° copies/gram sediment (wet) , with significant differences between in shallow and deep sedi-
ments. In contrast, the quantities of AOB amoA gene were 6. 10 X 10° ~3. 88 X 10" copies/gram sediment (wet)
with no obvious variation in sediment layers of different depths. The ratios of AOB and AOA such changed within
different sediment layers. These results indicated that both AOB and AOA participated in the ammonia oxidizing
processes in sediments of the Lake Baihua. We concluded that AOB is the primary ammonia oxidizing microorgan-
ism because of its high abundance, while AOA plays a more important role in deep than in shallow sediments of the
Lake Baihua.
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