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Table 1 Primer sequences using molecular markers
314 B 3 3 AP PE S 3149751
Primer Sequence Primer Sequence
BA9 5'GGAACTCCAC B.n.12A 5'GCCCTTCTAGGGTTTGTGGGA
5'"GAGCAACTGAGACCGCGGCGAAATCA
BA1O 5'GGACGTTGAG B.n.9A 5'GAGCCCATCCCTAGCAAACAAG
5'CGTGGAAGCAAGTGAGATGAT
BA20 5'GAGCGCTACC MR33 5'AAAAATAAAGAAGTTTGCAAGG
5'CCAACACACCTTTTACTCTT
BB5 5'GGGCCGAACA MR167 5'"TATGTACACATTCCTCATTTTC
5'CATTCGTCTCCACCTTCT
BB6 5'CTGAACCTCC MR176 5'GATTGAACACCCCTAGTGAG
S'TATCAAAAACCCCAAGATTG
BB7 5'GAAGGCTGGG MR181 5'AGATTTGCATGTGGTTTGAC
S'ATTGCTTANTCATGTTGGGAA
BB8 5'TCGTCCAAGG ITS, - ITS; 5'TGGGAAGTCCTTGTGTTGCA
: 5'ATTAGTGCTGGTATGATCGC
BB14 5'GTGGGACCTG BB15 5'AAGTGCCCTG
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M: Marker (1kb); O 36 EE 1 ~ 10 VHAK,BC, HEDMIE L ~4 4

ATk ;T B A I

0, _;q representing No. of samples of O. violaceus; BC, _, representing No. of samples of B. chinensis; the same as below
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Polymorphism patterns of PCR using RAPD primer BB7

Dn B B BCD B

B2 REML5I# BB6 19 PCR & A5 4E i3

Fig.2
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Y7 B. n. 12A #1 B. n. 9A X} B. napus . B. oleracea

Polymorphism patterns of PCR using RAPD primer BB6

B. rapa FALER X BE YR ERNEERMAY
WM EARBRERERN SSR 514,54 B. n. 124
M EREMFEUAR, UHGY B.n. 12A EAFME
R, TLMEN AN R TS EXRMEYBA £4
FRAMWEENREZ —. 5% MR33 _MRI67 .MR176
A MR181 X H 35 54y 32 4R 43 3%, L+ MR181 X4 3F
RIS ( Brassica juncea) B, ABFFHRA]


http://www.cqvip.com

D000 http://iwww.cqvip.com|

24 v BB {EWwEF R 2002,24(2)

&1 ~4 %KM N4 B.on. [2A Y PCR =9 ;5 ~8 K A4 B. n.

IAMIPCR=H, O, , WiH ¥l ~2 SHitk;BC, _, . IRAMHE L ~2

Stk
left to right; lane 1 ~ 4, products of PCR using primer B. n. 12A; lane 5 ~

8, products of PCR using primer B. n. 9A. O, _, representing No. of sam-

ples of O. violaceus; BC, _, representing No. of samples of B. campestris

B 3 SSRs Ay DNA #" 1% M i

Fig.3 PCR patterns using primers SSRs
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B.napus (2n=38) X

O, 5 &K 1 ~3 BHIERBC, R AME 1 ~2 5 HikK
0, _, representing No. of samples of 0. violaceus; BC, _, representing

No. of samples of B. campestris

B4 ITS fJ DNA § 1% R i

Fig.4 PCR patterns using primer ITS
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To be continued
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Fig. 5
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Hypothesis of“ cell mixis — chromosomes set fractionation”about the hybrids between rapeseed and O. viclaceus
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WU Yan - you', WANG Bao —li', Paul W. J. Taylor®
(1. The State Key Laboratory of Environmental Geochemistry, Institute of Geochemistry,
The Chinese Academy of Sciences, Guiyang 550002, China;
2. Department of Crop Production, Joint Centre for Crop Improvement,
The Urniversity of Melbourne, Parkville, Victoria 3010, Australia)

Abstract; Relative relationships between rapeseed and 0. violaceus were studied by using molecular markers
(random primers, simple sequence repeat, microsatellites DNA sequence repeat, ribosome DNA — ITS region).
Through RAPD analysis, about 10% of similarity for PCR products between B. campestris and O. violaceus were
found. Primer pair of B.n. 12A in simple sequence repeats produced some different outcome, 0. violaceus without
amplified products and B. campestris with one band. The difference from PCR products of primer pair ITS, - IT, be-
tween B. campestris and O. violaceus were found, O. violaceus with 1 band and B. campestris with 4 bands. Those re-
sults showed that relative relationships between B. campestris and 0. violaceus couldn't near. Combined with o‘ther
scholar works, relative relationships among B. napus, B. juncea and 0. violaceus were discussed.

Key words: Brassica campestris; Orychophragmus violaceus; Molecular markers; Cell mixis - chromosomes

set fractionation
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